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Create a new order: 

1. Enter the site using your username and password 

 

 

 

 

 

 

 

 

 

 

 

 



2. Go to 'Sequencing requests' on the left hand side and choose ‘Service requests’  

 

 

 
 

 

3. Press the ‘+’ sign on the right hand side to create a new order 

 

 
 

 

4. Select the order type (plasmid / PCR / BAC) from the drop down menu 

 

 
 

 



5. Press ‘Select’ 

 

 
 

 

 

6. Fill in your order in the 'Request lines' section. Add the first row by clicking the '+' symbol 

at the left hand side of the table 

  

 

 

 

 

 

 

 

 

 

 

 



7. Fill in all the fields (template name, size, concentration and primer name) without spaces or 

special characters. All fields are mandatory. In case you have a large number of samples 

you can download a CSV template by clicking 'Import template', fill your order and upload 

it to the site 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

   

8. You can add a new row to the order by either clicking the '+' symbol on the right hand side 

of the filled line, which will create a copy of that row, or by clicking the '+' on the left hand 

side of the table, which will create a new blank row. You can also erase a row by clicking 

the 'trash' symbol on the right hand side end of an existing row 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



9. To use samples from a previous order select 'Previous Submission' in the 

'Template/Primer source' dropdown list. Choose the sample in the 'Template/Primer 

name' dropdown list according to the date of the previous order. Please note that 

samples/primers are stored for 6 months only 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

10. Once you choose a previously submitted sample the 'Template name', 'Size' and 

'Concentration' fields will be filled automatically. Please make sure that the 

template/primer label appears at this point. In case it doesn't please contact us   

  

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



11. To use a core primer, choose 'Core' under 'Primer source' and then choose the primer 

from the dropdown list under 'Primer name'. Note that no label will be printed for a core 

primer    

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

12. If needed, you can add a comment to the order in the 'Comments' section. Please, only 

add comments that are directly relevant to the order itself 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

  



13. All changes will be saved automatically and there is no need to actively save the order 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

14. The order will now be visible in the main table under 'Sequencing requests'. The order 

status will be 'New' until labels are printed 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



15. In order to finalize the order you need to print out labels. This can only be done at the BCF 

computer connected to the label printer. Log in to BookItLab and choose your order by 

clicking the order ID. Print the labels by clicking ‘Print all labels’ at the bottom of the page 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

Note:  

Labels can only be printed using Google Chrome.  

When printing labels, do NOT highlight any of the lines as this will cause errors in the 

labels 

 

 

16. After printing the order status will change to 'Started' 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



Results 

 

1. Once the reaction is finalized the order status will change to 'completed'. In order to 

view the results first enter your order by clicking the order ID 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

2.   Results will be visible on the left hand side of each line      

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



 

3.       The results can be downloaded either one at a time, by entering each row and clicking 

'Download' at the bottom of each file, or all at once, by clicking 'Download all files' at 

the bottom of the page 

 

 

 


